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Run type automatic

Document MAP 0.21946170

Passage MAP 0.01177303

Aspect MAP 0.09737587
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Difference from median document AP per topic among automatic runs
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Difference from median passage AP per topic among automatic runs

160 165 170 175 180 185

Topic

-1.0

-0.5

0.0

0.5

1.0

D
if

fe
re

nc
e

Difference from median aspect AP per topic among automatic runs


