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Abstract 

Tarragon Consulting Corporation participated in the 
adhoc retrieval task of the TREC 2004 Genomics 
Track. We used a standard deployment of the K2 
search engine from Verity, Inc. in which we exploited 
the free-text query parser to interpret the information 
need statements provided in the task. The primary goal 
of our participation was to establish a performance 
baseline using “of-the-shelf” tools and then to explore 
how knowledge-based extensions could enhance 
performance. Time and resource constraints prevented 
us from performing the knowledge-based experiments, 
but our official submissions show that reasonable 
performance can be achieved using just our baseline 
strategy. 

Overall Approach 

In our approach, we emphasize the use of “off-the-
shelf” tools  to provide a baseline capability and then 
explore ways in which custom algorithms and 
technologies can be used to enhance performance. For 
the TREC 2004 Genomics AdHoc Retrieval Task, we 
used Verity’s K2 search engine (see: 
http//www.verity.com/ for basic information about the 
K2 family of products) both to index the documents 
and to provide a baseline interpretation of the test 
topics. 

To build the collection for the adhoc experiments, we 
created a minimal XML variant of the PubMed records 
in the test set (see Figure 1), and indexed them using 
the standard K2 indexer. 

To create the test queries, we use the standard K2 free-
text query parser to convert each element of the 
statement of information need into a K2 query 
fragment, and then combined these into an overall 
query topic that used the components in different 
ways. In particular, we experimented with giving 
different importance weights to the three elements of 
the topic. 

For example, Topic 1 as provided by NIST is: 

<TOPIC> 
<ID>1</ID>  
<TITLE>Ferroportin-1 in humans</TITLE>  
<NEED>Find articles about Ferroportin-1, 
an iron transporter, in humans.</NEED>  
<CONTEXT>Ferroportin1 (also known as 
SLC40A1; Ferroportin 1; FPN1; HFE4; 
IREG1; Iron regulated gene 1; Iron-
regulated transporter 1; MTP1; SLC11A3; 
and Solute carrier family 11 (proton-
coupled divalent metal ion transporters), 
member 3) may play a role in iron 
transport.</CONTEXT>  
</TOPIC> 

To process this into a K2 query, we first separate out 
the <TITLE/>, <NEED/> and <CONTEXT/> elements. 
Then for each element, we: (1) remove any leading 
noise phrases that match entries in a library of pre-
built patterns developed from an analysis of previous 
TREC topics; (2) add a period to the end if there is no 
terminating punctuation; and, (3) map everything into 
upper-case. 

For Topic 1 this gives: 

<TITLE>FERROPORTIN-1 IN HUMANS.</TITLE> 

<NEED>FERROPORTIN-1, AN IRON TRANSPORTER, 
IN HUMANS.</NEED> 

<CONTEXT>FERROPORTIN1 (ALSO KNOWN AS 
SLC40A1; FERROPORTIN 1; FPN1; HFE4; 
IREG1; IRON REGULATED GENE 1; IRON-
REGULATED TRANSPORTER 1; MTP1; SLC11A3; 
AND SOLUTE CARRIER FAMILY 11 (PROTON-
COUPLED DIVALENT METAL ION TRANSPORTERS), 
MEMBER 3) MAY PLAY A ROLE IN IRON 
TRANSPORT.</CONTEXT> 

The next step is to pass the content of each element to 
Verity’s free-text query parser. This does a minimal 
amount of phrase detection and noise word removal, 
and then automatically creates a query fragment that 
models the various ways in which the words and 
phrases might be expected to appear. 




